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gi|7470942   1012 TILFSDIVGFTRMSN(10)LNEYLGEMTRAVFENQGTVDKFVGDAIMALYGAP(8) VRRAIATA 
gi|46119054  129  TILFTDLVGYTPLAS(10)LNQYLEEMTAVIFHYGGTVDKFIGDAVVALFGAP(8) VYRAIAVA 
gi|48892878  879  AIFFSDIRSFTTISE(10)VNGYLKEVCPEIRDRNGLIIKFLGDGIMAVF---(6) ---ALEAA 
gi|48895515  888  TILTSDLRGFTSLSE(10)LNFYLSSMADVIISFQGTIDEFMGDGILVLFGAL(9) ---AIACA 
gi|17229758  600  TVLFSDIRGYTTLTE(10)LNQYFETMVEAVFNYEGTLDKFIGDALMAVFGAP(7) AWQAVQSA 
gi|17229396  600  SILFSDIRGYTTLTE(10)LNEYFESMVEAVFKHKGTLDKYIGDAIMAVFGSP(6) AWMAVKTS 
gi|48894764  443  TILTSDLRGFTATSE(10)LNFYLGYMADVITEYQGTIDEFMGDGILVLFGAP(6) PTRAVACA 
gi|16329561  442  TILTSDLRGFTSTSE(10)LNIYFGKMADVITHHGGTIDEFMGDGILVLFGAP(6) ALRAVACG 
gi|23127822  441  TVLVSDLRGFSAISE(10)LNLYLGTMTDVINQYKGTINEFMGDGIFVIFGAP(6) SQRAIACA 
gi|23130559  310  TILTSDLRGFTALSE(10)LNLYLEYMADVINHYQGTIDEFMGDGILVLFGAP(6) ALRAVTCA 
gi|48893394  393  TILFTDLKNFSTISE(10)LNQYLSAMTDIVINHNGIVNKFTGDGIMAVFGIP(12)AQNAVNCA 
gi|23127996  360  SILFADLVGFTAISE(10)LNNLFEEMLKEVFTCGGTLDKYIGDCIMAFFGAP(6) ADRAVTAA 
gi|16330472  131  TVLVADMRNFTGMAQ(10)IGNWFRQAGHILREAGSWVDKYIGDAVMAIWFHG(8) IIQILHAV 
gi|48893689  1031 TVLFADLVGFTQLAS(10)LNEIFSKFDLLAEKYGLEKIKTIGDAYMVVGGLP(6) AEAIALIA 
gi|23126862  255  TVLFADIVGFTELSA(10)LNTIFCLFDQLAELHKVEKIKTIGDAYMAVAGLP(6) ALAIANMA 
gi|48893696  276  TVLFADLVGFTKVSA(10)LNMIFSCFDQLADKYGLEKIKTIGDAYMVVGGLP(6) AEAIAEMA 
gi|11990887  487  TILFADIVGFTPLSA(10)LNEMFSIFDNLADKHKLEKIKTIGDAYMVVGGLP(6) AEAIADMA 
gi|17228157  292  TVMFADIVGFTDLSG(10)LNQIFSRFDLLAESYNLEKIKTIGDAYMVVGGLP(6) AIAIAHMG 
gi|48891559  1032 TILFADIVDFTSFSA(10)LNQVFSEFDKLTEQHNLEKIKTIGDSYMVASGLP(6) AEAIAKMA 
gi|46118802  133  TVLSANIVGFDEECE(10)LNDIITAFDDAAQRHDVEKISTVGTSYLAASGLF(6) DKAVIELA 
gi|33864410  458  SVLFADLQGFTALTR(10)LNHYLDEMRSVVWDHHGFLDKFIGDAVMAVFGLP(8) AQSAICCA 
gi|16330418  121  ALLMANIRGATNFDE(10)MGRYFSQMQKIIEKYGGTISNVMGRKMLVAFGLK(6) AERATWAA 
gi|37520048  109  FVMSIDIRRSTELML(11)ISSLCKDLKEVITKNYGIFDKFTGDGILAFFPEF(7) -IHAVQSA 
gi|23126594    1  ---------------(9) LNSIFSTFDRLTEQHGLKRIKTINDAYMVVGGLP(6) TQAIAL-- 
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gi|7470942        RQMLVALEKLN(19)RCGIHQGMAVVGLFGSQERSDFTAIGPSVNIAARLQE(30)KGIDEPVMTC 
gi|46119054       REMHKQLNGLN(15)RCGIHQGMAVVGMFGGGQRSDYTAIGSAVNIAARLQE(30)KGVEEEVTMF 
gi|48892878       IAQLKRLQEYN(13)GIGIHWGHIMVGIVGEKGRMSGDAFSNNVNLTSRLEG(35)KGIDEPINVY 
gi|48895515       VAMQQKIKLVN(13)GIGINTGEVVVGNIGSEKRTKYGVVGNQVNLTYRIES(32)KGVKQPINIY 
gi|17229758       LDMRQRLKEFN(13)GIGISSGEVVSGNIGSHKRMDYTVIGDGVNLSSRLET(33)KGKHQAVNIY 
gi|17229396       IEMRHRLQEFN(13)GIGINSDTVISGNIGSSKRMEFTAIGDGVNLGSRLES(33)KGRNEPVSIY 
gi|48894764       IAMQLAMEPVN(13)GIGINTGEVVVGNIGSWKRTKYGIVGNQVNLTYRIES(33)KGVKKPITIY 
gi|16329561       VEMQLALREVN(13)GIGINTGEVVVGNIGSEKRTKYGVVGAQVNLTYRIES(31)KGVKDPVVIW 
gi|23127822       IAMQLAMQQVN(13)GIGMNTGEAVAGNVGSQKRAQYTVIGSHVNLAARIES(31)KGMRHPVTIC 
gi|23130559       CAMQLAMGGVN(13)GIGINTGEVIVGNIGSEKRTKYGIVGSQVNLTYRIES(31)KGLSQTITIY 
gi|48893394       LEMEEYLLKFN(13)RVGIYTGSIIVGSLGGKNRLEYGVIGDSVNIASRLES(37)KGKTKPISIY 
gi|23127996       KGMLTRLEHLN(11)RIAINSGKAVVGDVGSSQRVDYTALGATINLAARMEA(31)KGIDRLVKVY 
gi|16330472       NRLQAMTAKLN(11)GTGINTGYAMVGNTGSGDHPDYTAIGDTVNAAFRLES(37)KGYTNPITIY 
gi|48893689       IDMREELAHFA(9) RIGINTGPVVAGVIGR-KKFIYDLWGDTVNIASRMES(31)KGKGYMKTYF 
gi|23126862       LDMQNAIAIFN(9) RIGISTGPVVAGVIGL-KKFAYDLWGDTVNTASRMES(31)KGKGEMMTYI 
gi|48893696       LDMLYQVKQIS(9) RIGLNTGAVEAGVIGT-KKFAYDLWGDTVNTAHRMES(31)KGKGMMKTYL 
gi|11990887       LEMQAAMKQFQ(12)RIGINTGAVVAGVIGI-KKFIYDLWGDAVNIASRMES(31)KGKGQMTTYW 
gi|17228157       LDILDAIAQFN(9) RIGINSGPVVAGVIGI-KKFIYDLWGDTVNIASRMES(31)KGKGDMQTYW 
gi|48891559       IDMQKVIKKFL(9) RIGINTGPVVAGVIGI-KKFVYDLWGDTVNVASRMES(31)KGRGEMMTYW 
gi|46118802       LEMLRIVRAFS(9) RIGIYSGEVIGGLLGK-QKFIYNLMGNTAKIARFLMI(35)PGQGKMAVWL 
gi|33864410       MAMRERLVHMN(13)GIGIASGIVLAGGIGGRKLGGLSVIGDTVNLASRLEG(33)KGIGRLEVYS 
gi|16330418       LEMFKSVQELN(13)SMGIHSGSVVFVPLVAAQSTLLTPLGEVAAIVNLLES(31)KEKETTLQAY 
gi|37520048       IECHSIFQRKY(16)SIGIDYGPANMQTIAG----GLTVVGAPVVYACRLSG(33)KHEEEILVYS 
gi|23126594       ---------FN(9) RIGIHSGSVVAGVIDL-NKFAYDLWGDTLNIASRMES(31)KGKGKMTTYF 
 
 




